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Constitution of a biobank
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Biobank characterisation and validation as a relevant in vitro model
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IDH-O (oligodendroglioma) 4) Proteomics

1) Culture conditions 2) Mutational profil 3) Transcriptomics
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U Challenges
A Previousstudiesshow a high cellular heterogeneityin DLGGThey

are composed by three cell types, stem-like cells, astrocyte-like
and oligodendrocytelike cells. This heterogeneity probably
defeats current therapies causing a poor overall survival of

Western Blot

: Stem-like Astrollke @Oligo-like \“};:’f Neuron patlents' _ _
@ VMicrogia @ Macrophage A There are few cellular tools to study in vitro these low grade Suspension
Adaptedfrom Venteicher Tirohand al., 2017 liomas. - . :
(0 Aim ° No GrowthFacto (oGH: no EGF and Singlecel RNAsequencmg
no FGF2 ®@©®
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U Strategy

We developeda method to derive cellslines from patients tumoral resectionsto constitute a biobank of
astrocytomacelllines Then,we usea multi-omicapproachto compareeachcellline andvalidatethe model.
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Figure 1. A) Cell morphology in adherent or
suspensionconditions, in presenceor absenceof
growth factor (EGFFGR). B) Population doubling
time in adherent or suspension condition C)
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Figure2: A) Variantsnumberandtype

In grade 2 and grade 4 astrocytoma
cell lines B) Mutation profils of IDHL,

ATRXTP3 and ClCgenesin celllines
usingVar/Decrypt C)ExpressiorfWB)
of IDHL-mutant, ATRXand P53 by
western blot in presence (GF) or

absenceof growth factors (no GF)

Population doubling time of each cell line in
adherentconditions

Il - EMT and STATBathways are enriched in Grade 2astrocytomas and could be
Involved In migration
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V- Astrocytoma cell lines show cellular heterogeneity similar to the one found
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We constituteda richly-annotatedbiobankderivedfrom 4 astrocytomas

Someof thesecelllinesmaintainmutationsfound in tumours(IDHL, P53, ATRX)
Celllinesderivedfrom grade4 astrocytomasgyrow fasterthan grade2-derivedcelllines
SinglecellRNAsegshowthat thesecelllinescontain cell subpopulationgoligodendrocyte
like, astrocytedike and stemcelklike cellg akinto thosefoundin tumors

U Thesecell lines represent useful models to 1/ understand the formation of cellular
heterogeneityin low grade gliomas2/the molecular mechanismsunderlying progression
from grade2 to grade4, 3/ identify newtargetsandtreatment
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